Most residues involved in binding of the donor substrate in the upper cavity of SrCloQ (i.e. Asp111, Lys120, Asn172, Tyr174, Arg229, Tyr277, Lys279) [2] are identical in these members of the CloQ/NphB PT family. Residues providing the hydrophobic environment of the lower cavity of the PT barrel (e.g. Phe68, Trp122, Phe161, Val266 and Trp295 in SrCloQ) were semi-conserved.
Structural basis for non-genuine phenolic acceptor substrate specificity of Streptomyces roseochromogenes
prenyltransferase CloQ from the ABBA/PT-barrel superfamily 4'-Hydroxy-7-methoxy-flavone assumed to be similar as 7,4'-dihydroxyflavone a 4'-Hydroxy-6-methoxy-flavone assumed to be similar as 7,4'-dihydroxyflavone a Methoxylation has been shown not to significantly change the molar extinction coefficient of flavones. [11] 
